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Extending and remixing the complete ray-finned fish tree of life via fishtreeoflife.org.
SICB 2019, Tampa, FL.

High Throughput Phenoscaping for Comparative Studies. SICB 2019, Tampa, FL.
Building the complete ray-finned fish tree of life using taxonomy and birth-death models.
SICB 2018, San Francisco, CA
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(18]

[19]

(23]

[24]

(30]

[31]

(32]

(33]

(34]

Size-selective harvesting and the macroevolutionary implications of an “anthropogenic
filter” in ray-finned fishes. SICB 2017, New Orleans.

The tempo of body shape evolution in ray finned fishes: bringing morphology into the
phenomic era with crowdsourced morphometrics. SICB meetings 2016, Portland, OR.

Replicated divergence in cichlid radiations mirrors a major vertebrate innovation. SICB
meetings 2016, Portland, OR.

Molecular phylogenetics, morphometrics and osteology reveal convergences and shifts
in the mode of diversification within Neotropical headstanding fishes (Characiformes:
Anostomoidea). SICB meetings 2016, Portland, OR.

Global patterns of diversification across the ray-finned fish tree of life. SICB meetings
2016, Portland, OR.

An evolutionary timescale for the diversification of ray-finned fishes. Evolution 2016,
Austin TX.

Eating away the fish tree of life: the phylogenetic distribution of human exploitation.
Evolution 2016, Austin TX.

A quantitative macroevolutionary approach to exploring the pharmaceutical drug inno-
vation crisis. Evolution 2016, Austin TX.

Origin and evolution of pufferfishes, triggerfishes and allies (Tetraodontiformes). SICB
meetings 2015, West Palm Beach, FL.

Progressive functional innovation in cichlid adaptive radiations. SICB meetings 2015,
West Palm Beach, FL.

Crowdsourced morphometric data are as accurate as traditionally collected data in 7 ray-
finned fish families. SICB meetings 2015, West Palm Beach, FL.

Crowdsourced morphometric data are as accurate as traditionally collected data in nine
families of ray-finned fish. Evolution 2015, Guaraja, Brazil

Phylogenomic analysis reveals multiple episodes of diversification within the radiation
of South American anostomoid fishes. Evolution 2015, Guaraja, Brazil

Patterns of shape diversity across ray-finned fishes with crowdsourced morphometrics.
Evolution 2015, Guaraja, Brazil

Investigating the Diversification of Car Models using Macroevolutionary Methods. Evo-
lution 2015, Guaraja, Brazil

Life in the unthinking depths: energetic constraints on encephalization in marine fishes.
Evolution 2015, Guaraja, Brazil

Global diversification of ray-finned fishes in space and time. Evolution 2015, Guaraja,
Brazil

Detecting clades in decline with molecular phylogenies. Identifying the Regulators of
Biodiversity in Deep Time Conference, University of Sao Paulo, Brazil. 2015

Inferring phylogenetic relationships and understanding venom evolution in cone snails
(genus, Conus) using venom duct transcriptomes. Evolution Meetings. 2014

Ultraconserved Elements Yield New Insights Into the Exceptional Morphological Radia-
tion of Neotropical Headstanding Fishes. Evolution Meetings. 2014
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(42]

[43]

[44]

(45]

Correlated rates of speciation and phenotypic evolution in ray finned fishes. IndoPacific
Fish Conference, Okinawa, Japan. 2013

UCEs for fish phylogenomics and phylogeography. IndoPacific Fish Conference, Oki-
nawa, Japan. 2013.

A 500-locus phylogenomic study of ray-finned fishes. SICB, Charleston. 2012
Phylogenetic clustering of commercially exploited fish species. SICB, Charleston. 2012

Genome-wide ultraconserved elements exhibit higher phylogenetic informativeness than
traditional fish markers. SICB, Charleston. 2012

Adaptive evolution of facial color patterns in Neotropical primates. SICB, Charleston.
2012

Fossils, molecular phylogenies, and models of trait evolution, Charleston. 2012

How the bat got its stripes: roosting ecology and the evolution of pelage markings in
bats. SICB, Charleston. 2012

Phylogenetic distribution of commercially exploited fish species: How many times has
‘tastiness’ evolved? Evolution, Norman OKC. 2011.

Are freshwater fish invaders diversifying faster than reef-associated groups? An empir-
ical test using pufferfish (Tetraodontidae), Evolution, Norman OKC. 2011.

Feeding mode affects evolutionary rates and integration of skull modules in anguilliform
fishes Evolution, Norman OKC. 2011.

Multiple Ways to Crack a Shell: The Evolutionary Trajectories Leading to Imperfect Con-
vergence in Moray Eels (Muraenidae). Evolution, Norman OKC. 2011

Roots, rates and fossil states: A Bayesian approach for integrating fossil character infor-
mation into comparative analyses Evolution, Norman OKC. 2011.

Estimating evolutionary rates from incomplete phylogenies and data using approximate
Bayesian computation. SICB, Salt Lake City, UT. 2011.

Evolutionary dynamics of boxfish carapace I: phylogenetic diversity. SICB, Salt Lake City,
UT. 2011.

Evolutionary dynamics of the boxfish carapace II: functional diversity. SICB, Salt Lake
City, UT. 2011

Functional and morphological convergence in durophagous moray eels. SICB, Salt Lake
City, UT. 2011

Integrating taxonomic, phylogenetic, and fossil data in studies of diversification. Evolu-
tion, Moscow, ID. 2009.

Can ancestral morphology accurately predict ancestral form? Evolution, Moscow ID.
20009.

Long fuses and explosive radiations: Patterns of diversification in the coral reef fish fauna.
Evolution, Moscow, ID. 2009

Was the Neogene the “Age of Snakes” Evolution, Moscow ID. 2009

Patterns of morphological and mechanical evolution in triggerfishes. Evolution, Moscow,
ID. 2009
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[60]

[61]

Did genome duplication spawn the teleost radiation? Evidence from analysis of actinoptery-

gian diversification rates. SICB, Boston. 2009.

Explaining patterns of diversity within ray-finned fishes. With Francesco Santini (pre-
senter). SICB, Boston. 2009.

Phylogeny and phylogeography of capuchin monkeys. International Primatological So-
ciety Meetings, Edinburgh, UK. 2008.

Common biases in empirical tests of diversification using phylogenetic trees. SICB meet-
ings, San Antonio. 2008.

Testing macroevolutionary hypotheses in fishes: examples from the Acanthomorpha.
SICB meetings, San Antonio. 2008.

Time-scale of spiny-rayed fish (Acanthomorpha, Teleostei). SICB meetings, San Antonio.
2008.

A Molecular Timescale For Snakes. SICB meetings, San Antonio. 2008.

The Evolutionary History of the Triggerfishes (Family Balistidae) with a Comparative
Study of Fin Morphology and Mechanics. SICB meetings, San Antonio. 2008.

Model-averaged phylogenetic inference of the triggerfishes (Family: Balistidae). Ameri-
can Society for Ichthyology and Herpetology Meetings, Saint Louis, MO. 2007.

Rates of diversification throughout the major groups of snakes. American Society for
Ichthyology and Herpetology Meetings, Saint Louis, MO. 2007.

Many-to-one Mapping and Evolutionary Dynamics of Form and Function American So-
ciety for Ichthyology and Herpetology Meetings, Saint Louis, MO. 2007

Ubiquity of many-to-one mapping in functional traits: examples and evolutionary impli-
cations Society for Integrative and Comparative Biology Meetings, Phoenix, AZ. 2007.

Model averaged phylogenetic inference of triggerfishes (Family Balistidae). Society for
Integrative and Comparative Biology Meetings, Phoenix, AZ. 2007.

Inferring ancestral function from morphologically redundant complex traits: examples
from fish feeding systems. Society for Integrative and Comparative Biology Meetings,
Phoenix, AZ. 2007.

A molecular timescale for tetraodontiform fishes. Evolution meetings, Stony Brook, New
York. 2006.

Effects of model averaging on phylogenetic inference of tetraodontiform fishes. With
Alex Dornburg (undergrad). Evolution meetings, Stony Brook, New York. 2006.

Phylogeny of the Oriental-Australian rear-fanged water snakes (Colubridae: Homalopsi-
nae) based on DNA sequences. American Society of Ichthyology and Herpetology
Meetings, Tampa, Florida. 2005.

Consequences of redundant form-function mapping. Society for Integrative and Com-
parative Biology meetings. San Diego. 2005.

Department of Ecology, Behavior, and Evolution Fall Symposium, La Jolla, CA. 2003.

Consequences of redundant mapping for the evolution of complex traits: an example
using fish jaws. Evolution, Chico, CA. 2003.

Evolutionary dynamics of complex traits. SICB, Toronto, Canada. 2003.
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INVITED TALKS

Comparative performance of Bayesian MCMC and bootstrapping in assessing phyloge-
netic confidence. Evolution, Champaign-Urbana, IL. 2002.

Motor control of biting in teleosts. SICB, Chicago, IL. 2001.
Testing hypotheses of relationship in thamnophiine snakes. ASIH, La Paz, Mexico. 2000.

Sweeping, striking and sniping: prey capture modes in thamnophiine snakes. SICB, At-
lanta, GA. 2000.

Evolution, Madison, WI. Systematics and evolution of thamnophiine snakes. 1999.

Striking and sweeping: prey capture modes in thamnophiine snakes. SICB Denver, CO.
1999.

Molecular phylogenetics of the thamnophiini (Colubridae) and the evolution of prey cap-
ture. Society for Integrative and Comparative Biology, Boston, MA. 1998.

Systematics of thamnophiine snakes. American Society of Ichthyologists and Herpetol-
ogists, Seattle, WA. 1997.

Molecular systematics of thamnophiine snakes. Evolution, Boulder, CO. 1997.

Prey capture in a sabre-toothed fish: kinematics and electromyography of feeding in Hy-
drolicus scomberoides. American Society of Ichthyologists and Herpetologists, New
Orleans, LA. 1996.

Kinematics and motor patterns of parrotfish feeding. American Society of Zoologists,
Washington D.C. 1995.

2017 Gordon Research Conference on Speciation (invited Discussion Leader), Lucca, Italy
2016 University of Konstanz, Germany
2016 Institute of Ecology and Evolution of University of Bern, Switzerland

2016 Institute Center for Ecology, Evolution & Biogeochemistry, Swiss Federal Institute
for Aquatic Science and Technology, Switzerland

2016 Yale University
2016 Gruter Institute for Law & Behavioral Research
2016 Scripps Institute of Oceanography

2015 Society for the Advancement of Chicanos/Hispanics and Native Americans in Sci-
ence at UCLA

2015 Gruter Institute for Law & Behavioral Research

2014 Workshop Genetico. UNESP, Botucatu, Brazil.

2014 Sewall Wright Speaker, Committee on Evolutionary Biology, University of Chicago
2014 Department of Ecology and Evolutionary Biology, University of California Davis
2013 Los Angeles County Natural History Museum

2013 Scripps Institute of Oceanography

2013 University of British Columbia

2012 University of Sao Paulo, Brazil
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2012 Louisiana State University

2012 CSU Long Beach

2011 UCLA Center for Society and Genetics

2011 University of California, Santa Barbara

2011 George Washington University

2010 University of Chicago, Chicago, IL

2009 Department of Ecology and Evolutionary Biology, CSU Los Angeles, CA.
2009 Scripps Institute of Oceanography, San Diego, CA.

2009 Department of Ecology and Evolutionary Biology, Brown University. Providence,
Rhode Island.

2008 Department of Ecology and Evolutionary Biology, UCLA. Los Angeles, California.
2008 Department of Biology, University of Washington. Seattle, Washington.
2008 Section of Ecology and Evolutionary Biology, UC Davis. Davis, California.

2007 Approaches to the Origins of Labrid Feeding Diversity. Florida State University,
Tallahassee, FL.

2006 Opening Pandora’s Boxfish: Estimating Divergence Times in Tetraodontiform Fishes.
Palouse Ecology, Evolution, and Systematics, Moscow, ID

2004 Many-to-One Mapping and the Origins of Diversity in Labrids. Duke University,
Chapel Hill, NC

2004 Evolutionary Approaches to the Origins of Diversity in Vertebrate Feeding Systems.
University of Arizona, Tucson, AZ

2004 Evolutionary Approaches to the Origins of Diversity in Vertebrate Feeding Systems.
Loyola Marymount, Los Angeles, CA

2004 Evolutionary Approaches to the Origins of Diversity in Vertebrate Feeding Systems.
University of Colorado, Boulder

2004 Evolutionary Approaches to the Origins of Diversity in Vertebrate Feeding Systems.
Washington State University, Pullman, WA

2003 Performance of Bayesian and bootstrapping methods in phylogenetics. Deep Hyphae-
Phylogenetics Symposium, American Mycological Society/British Mycological Society
Joint Meeting. Asilomar, CA.

2003 Aquatic prey capture modes in thamnophiine snakes. Department of Biology, Col-
lege of Wooster, Wooster, OH.

2003 Evolutionary dynamics of morphology and emergent mechanical properties in sim-
ple and complex traits. Center for Population Biology, University of California, Davis.

2002 Bayes or Bootstrap? Comparative performance of Bayesian MCMC sampling and
bootstrapping in assessing phylogenetic confidence. Evolution and Ecology, Tulane
University, LA.

2002 Comparative behavior and performance of bootstrapping and Bayesian posterior
probabilities in assessing phylogenetic confidence. Bay Area Biosystematists Series,
CA.

2001 Does underwater striking suck? Kinematics of aquatic prey capture in garter snakes.
Sonoma State University Biology Colloquium, Sonoma State University, CA
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L e Awaiting Decision
GRANTS [1] PI (with PI Todd Oakley, UCSB) Collaborative Research: OPUS: A database linking opsin
genotypes, physiological phenotypes, and light environments for studying drivers of di-

versification NSF. UCLA amount: $164,000.

[2] PI(with PI Lauren Sallen) Evolutionary dynamics of Living Fossils, Templeton Foundation
Large Grants Program. UCLA amount: $300,000.

Awarded
[3] co-PI with PI Jacob Foster UCLA Bayesian models of cultural diversity dynamics. UCLA
Faculty Research Grant/Trans-disciplinary Seed Grant.
« $20,000, June 2016 — June 2017

[4] PI A macroevolutionary approach to the diversification of ideas in science. Templeton Foun-
dation Metaknowledge Network.
+ $35,000, October 2015 — April 2016

[5] co-PIwith PI Jacob Foster UCLA The evolution of US firms. Templeton Foundation Meta-
knowledge Network.
« $20,000, October 2015 — April 2016

[6] co-PIwith PIJonathan Chang DISSERTATION RESEARCH: Testing macroevolutionary pre-
dictions of diversity and disparity in the ray-finned fishes. National Science Foundation.
« $20,020, July 2016 — June 2018

[7] co-PI with PI Mark Phuong DISSERTATION RESEARCH: Evolvability and diversification:
testing macroevolutionary predictions in cone snails. National Science Foundation.
+ $20,006, June 2015 — May 2017

[8] PI, (with Chris Kelty, UCLA ISG) Mode and Tempo in Technological Evolution: innova-
tion, extinction, and the dynamics of technological diversification. Templeton Founda-
tion Metaknowledge Network.

« Metaknowledge Research Network, $85,000, October 2014 — April 2015

9] Co-PL (PIJonathan Chang, sing massively crowd-sourced data to examine mor-
Co-PI, (PI Jonathan Chang, UCLA) “Using ively d dd i
phological impacts of extinction risk in ray-finned fishes”,
« Encyclopedia of Life Rubenstein Award, $50,000, May 2012 — April 2015

[10] Senior Personnel, (PI Brian Sidlauskas, OSU) “Harnessing modern phylogenetic compar-
ative methods to understand the diversification of anostomoid fishes”,
« NSF, DEB-0918748, $265,000, August 15, 2009 to ]uly 31, 2013.

[11] PIL, “Transgressive hybridization and functional evolution in cichlid fishes”
« UCLA Faculty CORE Grant, 2013-2014, $10,000

[12] PI, “UCE phylogenomics for coral reef fishes”
« UCLA Faculty CORE Grant, 2012-2013, $5,000

[13] PI, “REU Supplement: Tempo and mode of vertebrate diversification”
« NSF REU Supplement, 2011, $7,500

[14] PIL “Tempo and mode of vertebrate diversification” DEB-0918748
« $265,000, August 15, 2009 to July 31, 2013.

[15] PI, “Dynamics of diversification in tetraodontiform fishes” DEB-0842397
« $450,000, February 15, 2009 to January 31, 2013.

[16] PIL, (Co-PI Barbara Banbury) “Tempo and mode of diversification in megophryid frogs”
DEB-0910309
« $14,920, February 15, 2009 to January 31, 2013.
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(21]
(22]

(23]

Co-PI (PI Rita Mehta, UC Santa Cruz) “The evolution of cranial forms in anguilliform
fishes: Does extreme biting promote or constrain morphological diversity” I0S-1063286
+ $100,000 (UCLA portion), August 9, 2010 to Aug 8, 2012.

Co-PI (PI Jessica Lynch Alfaro, UCLA) “Phylogeography of Capuchins, Squirrel Mon-
keys and Owl Monkeys: A Critical Comparative Framework for Studying Evolution,
Behavioral Ecology, and Conservation in Neotropical Primates” BCS-0833375

« $249,897, April 1, 2008 to March 31, 2012.

Co-PI (PI Tim Kohler, Washington State University) “Model-based Approaches to Biolog-
ical and Cultural Evolution” DGE-0549425
« $3,072,617, April 1, 2006 to June 1, 2010.

Co-PI (PI John Huelsenbeck, UC Berkeley) “Model averaging and model uncertainty in
molecular phylogenetics” DGE-0715381
« $207,012, April 1, 2006 to June 1, 2009.

2016. UCLA Academic Senate Diversity, Equity, and Inclusion Award.
2015. Life Sciences Award for Outstanding Efforts to promote diversity.

2014. Sewall Wright Speaker, University of Chicago

Renata Pirani, Chancellor’s Postdoctoral Fellow (F23 to present)

Mark Juhn, Postdoctoral Researcher 2023-2024 currently Data Scientist, State of California

The Academic Job Search (seminar for EEB post-docs, Winter Quarter 2025)

Erik Gjesfield, Institute for Society and Genetics Postdoctoral Fellow beginning August 2014

Bruno Frederich, Postdoctoral Researcher F.R.S.-FNRS, 2013-2014 currently a postdoctoral fel-
low at the University of Liege

Sharlene Santana, Institute for Society and Genetics Postdoctoral Fellow 2011-2013 currently
Assistant Professor, Department of Biology, University of Washington

Graham Slater NSF-funded postdoc, 2011-2013 currently Associate Professor at the University
of Chicago

Francesco Santini NSF-funded postdoc, 2009-2012 currently research scientist at UC Davis

Co-PhD advisor (with Tom Smith) to Whitney Nakashima
Graduate student in Ecology and Evolutionary Biology, UCLA. Phylogenomics of warblers.
PhD Awarded Spring 2024

Co-PhD advisor (with Blaire van Valkenburgh) to Mark Juhn
Graduate student in Ecology and Evolutionary Biology, UCLA. Phylogenetic inference using
fossil and molecular data. 2016 to present. PhD Awarded Spring 2023

PhD advisor to Elizabeth Karan
Graduate student in Ecology and Evolutionary Biology, UCLA. Advanced to candidacy 2019.
Color pattern evolution in fishes. PhD Awarded Fall 2023

Master’s advisor to Maya Chari
Graduate student in CaSB, UCLA. MS awarded Spring 2024. Spatial community phylogenet-
ics of California vertebrates.
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Master’s advisor to Katya Gonzalez
Graduate student in CaSB, UCLA. MS awarded Spring 2023. Evolution throat color patch in
house finches.

Master’s advisor to Yoonjin Shu
Graduate student in Ecology and Evolutionary Biology, UCLA. MS awarded Spring 2023.
Evolution of color pattern in eels.

Master’s advisor to Shawn Schwartz
Graduate student in Ecology and Evolutionary Biology, UCLA. MS expected December 2021.
Tools for automated color detection in fishes.

PhD advisor to Laurie Sorenson
Graduate student in Ecology and Evolutionary Biology, UCLA. PhD Awarded June 2014.
Phylogenetics and phylogenomics of sharks and coral reef fishes. 2009-2014.

PhD advisor to Mark Phuong
Graduate student in Ecology and Evolutionary Biology, UCLA. PhD awarded June 2018. Phy-
logenomics and evolution of venom in cone snails. 2012 to present.

Co-PhD advisor (with David Jacobs) to Janet Buckner
Graduate student in Ecology and Evolutionary Biology, UCLA. PhD awarded June 2018. Bio-
geography of marmosets and tamarins. 2011 to present.

PhD advisor to Jonathan Chang
Graduate student in Ecology and Evolutionary Biology, UCLA. PhD awarded June 2018. Phy-
logenetic distribution of exploitation pressures in fishes. 2011 to present.

PhD advisor to Princess Gilbert
Graduate student in Ecology and Evolutionary Biology, UCLA. PhD awarded June 2017. Phy-
logenetic utility of DNA ultra conserved elements. 2012 to present.

PhD advisor to Tyler McCraney
Graduate student in Ecology and Evolutionary Biology, UCLA. PhD awarded June 2019. Phy-
logenomics of gobies.

MS advisor to Tina Marcroft
Graduate student in Ecology and Evolutionary Biology, UCLA. Evolutionary morphology
of the boxfish carapace. MS Awarded June 2014

Member, PhD Committee Daniel Chavez
Member, PhD Committee Max Tolkoff (Biomath)
Member, PhD Committee Mairin Balisi

Member, PhD Committee Deborah Bird
Member, PhD Committee Caitlin Brown
Member, PhD Committee Abigail Curtis
Member, PhD Committee Greer Dolby

Member, PhD Committee Jonathan Drury
Member, PhD Committee David Gold

Member, PhD Committee Benison Pang

Member, PhD Committee Christine Scoffoni
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2025 Nikita Ulualoha Burger, Emily Hanh Lam, Annabelle Marine Conti, Joseph Dekel

2024 Annabelle Marine Conti, Joseph Dekel, Michelle P Sen, Hudson Jade Billock, Bethany
Ye-Rim Kim, Yuhe Li, Gargi Kawachale, Bhuvan Kommineni

2023 Amanda Susan Lin, Lauren Mai-Linh Guevara, Lily Rose Carlson, Caroline Sha, Lester
Luverne Squier IV, Brittney Dao Nguyen, Anne Tsai, Emily Hanh Lam, Sophia Elizabeth
Will, Lindsay Burke Reedy, Maya Rain Chari, Andrew Jinwu Jang, Jonah Christopher Brad-
ing, Daljit Kaur Takher, Ipsita Srinivas, Sarah Solomon Jarso

2022 Natalie Zhu, Bhuvan Kommineni

2021 Mackenzie Perillo, Trevor Brokowski, Jonathan Chau, Austyn Adams, Kevin Wang, Na-
talie Zhu

2020 Mackenzie Perillo

2019 Mackenzie Perillo, Swan Ng

2018 David Cerny, Chris Rice, Vinay Kumar

2017 David Cerny, Chris Rice, Vinay Kumar

2016 Jimmy Zheng, David Cerny, Chris Rice, Sydney Richter
2015 Jimmy Zheng, David Cerny, Chris Rice, Binal Patel
2014 Mericien Venzon, Jimmy Zheng

2013 Mericien Venzon, Andrew Noonan, Jeff Modlin

2012 Mericien Venzon, Max Belasco, Gohar Koshkarian, Andrew Noonan, Jeff Modlin, Niko
Hensley

2011 Erika Harris, Niko Hensley, Jonathan Chang, Jeff Modlin, Vincent Wu
2010 Jeff Modlin, Jonathan Chang, Vincent Wu
2009 Kelly Huynh, Shahryar Barzegar, Kimberly Jade, Tom Caldwell

2008 and earlier (WSU): Alex Dornburg, Amanda Donabauer, Brian Wilson, Cristina Parada,
Kelsey Dunne

2014 Kate Javerbaum (senior, Santa Monica High School)

2014 Zachary Herbst (senior, Chadwick High School)

2013 Zachary Herbst (junior, Chadwick High School)

2012 Zachary Herbst (sophomore, Chadwick High School)

2011 Alexander Jaffe (senior, Harvard-Westlake, North-Hollywood, CA)
2010 Alexander Jaffe (junior, Harvard-Westlake, North-Hollywood, CA)
2009 Alexander Jaffe (sophomore, Harvard-Westlake, North-Hollywood, CA)

2009 Akhil Gupta (sophomore, Chino Hills High School, Chino Hills, CA)
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TEACHING
EXPERIENCE

UCLA, Los Angeles, CA

Organizer and Instructor EEB 287: Graduate Seminar on the Optics of Life Spring
Quarter 2024

Organizer and Instructor EEB 199: Evolution of Feelings, Emotion, and Empathy Winter
Quarter 2021

« Satisfies requirements for EEB EVMEd minor

Organizer and Instructor EEB 234: Macroevolution Winter Quarter 2017
« Co-taught with Karen Sears and John Marcot

Organizer and Instructor EEB 156: Biology and Social Justice Winter Quarter 2018

« Taught as special seminar (EEB 191)
« Satisfies college diversity requirement

Co-Organizer and Instructor Life Sciences 7B: Ecology, Evolution, and Biodiversity =~ Fall
Quarter 2016

« New reorganized Life Sciences Core class with flipped classroom
« Identified learning objectives, generated new video content, and helped design new in-
class exercises for the flipped classroom.

Instructor Life Sciences 1: Ecology, Evolution, and Biodiversity Fall Quarter 2011, 2012,
2013, 2014, 2015

« Introductory Biology for Majors
« Redesigned LS1 with co-Instructors Jamie Lloyd Smith and John Novembre to illustrate
core biological concepts with recent research in ecology and evolutionary biology.

Instructor Ecology and Evolutionary Biology 200B: Evolution =~ Winter Quarters, 2021,
2022, 2024, 2025

« Graduate level evolutionary biology.
« Overview of classic and developing research frontiers in evolutionary biology. Empha-
sis is on phylogenomics, comparative biology, and phenotypic evolution.

Instructor Ecology and Evolutionary Biology 200A: Evolution Fall Quarters, 2009 to
2018

« Graduate level evolutionary biology.
« Overview of classic and developing research frontiers in evolutionary biology. Empha-
sis is on phylogenomics, comparative biology, and phenotypic evolution.

Instructor Ecology and Evolutionary Biology 174: Macroevolution and Biodiversity Win-
ter, 2011, 2013, 2018, 2022

« Cross-listed graduate and undergraduate course on macroevolution and biodiversity.
« Topics include birth death processes, models of trait evolution, and evolutionary simu-
lation.

Instructor Ecology and Evolutionary Biology 187/287: Practical Computing for Biologists
Winter, 2012, 2017

« Cross-listed graduate and undergraduate course on computational skills for biologists.
« Students are introduced to the shell environment, regular expressions and develop bioin-
formatic skills using python.

21 of 25


http://www.ucla.edu/

PROFESSIONAL
SERVICE

Washington State University, Pullman, WA

Instructor Fall semester, 2005-2008
« Biology 101: Introductory biology for nonmajors

Departmental Service

2021-present EEB Undergraduate Vice Chair
2018-present ad hoc member of Personnel Committee
2020-2021 EEB Anti-racism Task Force
2018-2019 EEB Graduate Admissions Committee
2010-2017 EEB Graduate Admissions Committee
2010-2016 EEB Graduate Advisor

2014-2015 EEB Plant Faculty Search Committee
2014 ad hoc member, EEB Personnel Committee
2014 EEB Seminar Committee

2010-2015 GAANN Committee

2010-2013 EEB Dive Board Committee

2009 EEB Graduate Student Awards Committee
2009 EEB Seminar Committee

2009 EEB LS1 Evaluation Committee

2009 Upper Division Lab Evaluation Committee

University Service

2018-present Chair, Diversity Education Governance Committee

2015-2018 Chair, Diversity Initiative Steering Committee

2015 Co-Organizer, UCLA Symposium on Diversity Teaching

2015-2018, Co-Chair, Undergraduate Council ad hoc Diversity Syllabus Review Committee
2014-present, Member, UCLA Undergraduate Council

2014 Co-Chair College of Letters and Science Diversity Course Requirement

2013-2014 Co-Chair Life Sciences Subcommittee on Graduate Diversity Recruitment
2012 Chair, Mautner Graduate Award Committee for Life Sciences

2011-present MARC Advisory Board

2010-2018 Life Sciences Diversity Committee

Service at Washington State University

2005-07 Mentor, Achievers Scholar Program, WSU. (Mentee Chanthan Kuong).
2006 WSU Bioinformatics Search Committee Member

2006 Member, Connor Museum Committee, WSU

2006-07 Judge, Undergraduate Research Poster Competition, WSU

Grants and Review Panels

2016 Panel Member, Evolutionary Processes, National Science Foundation

2016 Adhoc reviewer, CAREER Program, National Science Foundation

2016 Adhoc reviewer, Systematics & Biodiversity Sciences Cluster, National Science Foun-
dation

2015 Adhoc reviewer, Natural Environment Research Council

2013-2014 Advisory Board, National Evolutionary Synthesis Center

2013, 2014 Reviewer, National Geographic Society

2012 Panel Member, Evolutionary Processes, National Science Foundation

2012 Adhoc reviewer, Physiological and Structural Systems, National Science Foundation
2011 Adhoc reviewer, Physiological and Structural Systems, National Science Foundation
2011 Adhoc reviewer, Evolutionary Processes, National Science Foundation

2010 Adhoc reviewer, Systematics, National Science Foundation
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Referee Service
« American Zoologist
« American Naturalist
« Biological Journal of the Linnean Society
« BMC Biology
« BMC Evolution Biology
« Ethology
« Evolution
« Functional Ecology
« Journal of Experimental Biology
« Journal of Evolutionary Biology
« Journal of Molecular Evolution
« Journal of Zoology
« Marine and Freshwater Research
« Molecular Phylogenetics and Evolution
« Physiological and Biochemical Zoology
« Proceedings of the Royal Society of London
« Science
« Systematic Biology
« Molecular Biology and Evolution

Service to the Scientific Community

«+ 2016 Instructor, Latin American Macroevolution Workshop, Mexico City

« 2016 Instructor, Latin American Macroevolution Workshop, Puerto Rico

« 2016—present Associate Editor, Systematic Biology

« 2015 Instructor, Latin American Macroevolution Workshop, Ilhabella, Brazil

+ 2014-present Associate Editor, Evolution

+ 2014-2015 President, Division of Phylogenetic and Comparative Biology, Society for Inte-
grative and Comparative Biology

« 2014 Invited instructor, short course on macroevolution. UNESP, Botucatu, Brazil

+ 2013 President elect, Division of Phylogenetic and Comparative Biology, Society for Inte-
grative and Comparative Biology

« 2012 FAPESP Short Course on Evolution Sao Paulo, Brazil

+ 2011-present Macroevolution in R (NSF 5-day workshop in Santa Barbara)

«+ 2011 Judge, Society for Integrative and Comparative Biology DSEB Best Student Poster
Competition

+ 2011 Mentor, Undergraduate Diversity at SSE/SSB program

+ 2011 Organizer and co-instructor of Comparative Methods in R workshop, SICB meetings,
Salt Lake City ("65 attendees).

« 2010 Organizer and co-instructor of Comparative Methods in R workshop, SICB meetings,
Boston (790 attendees).

+ 2009-2012 Introduction to comparative methods in R (Evening workshops held at the an-
nual SICB meetings)

« 2009 Judge, Society for Systematic Biology Graduate Research Awards

+ 2009 Mentor, Undergraduate Diversity at SSE/SSB program

« 2009 Symposium co-organizer and speaker, “Evolutionary whimpers and bangs: new ap-
proaches to diversification studies”, Evolution, Moscow ID

+ 2009-2011 Program Officer, Division of Systematic and Evolutionary Biology, Society for
Integrative and Comparative Biology

« 2008 Advisor, Birmingham High School Academic Decathalon Team, Van Nuys, CA.

« 2005 Public lecturer, strategies for teaching evolutionary biology to high school students,
Washington State Teachers Conference, Wenatchee

Conference Service
Co-organizer (with Dan Rabosky): “Evolutionary Bangs and Whimpers”, Evolution Meetings,
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Moscow, ID 2009.

Organizer (with Anthony Herrel): “Major issues in motor control”, Society for Integrative and

Comparative Biology Meetings, Chicago, IL 2001.

« 2013 Red Sea, Saudi Arabia

+ 2009 Tonga and Samoa.

+ 2007 Manual Antonio and Isla Murcielagos, Costa Rica. Collected genetic and morpholog-
ical material for evolutionary studies of tetraodontiforms and labrids.

«+ 2006 Carrie Bow Caye Field Station, Belize. Collected genetic and morphological specimens
of Halichoeres species.

+ 2005 Quepos and Manual Antonio National Park, Costa Rica. Collected genetic samples of
capuchin monkeys (Cebus capucinus) as part of an ongoing study of capuchin biogeogra-
phy and cultural evolution.

« 2005 Carrie Bow Caye Field Station, Belize. Collected genetic and morphological specimens
of Halichoeres species.

« 1999 Eagle Lake, CA. Collected the western aquatic garter snake (Thamnophis couchii) for
study of striking hydrodynamics.

« 1999 Eagle Lake, CA. Observed foraging behavior of four species of garter snake and col-
lected specimens for molecular and biomechanical analysis.

+ 1999 Sedona Valley, AZ. Observed foraging behavior of the narrow-headed garter snake
and collected specimens for molecular and biomechanical analysis.

+ 1998 Horseshoe Lake, IL. Observed and collected the northern water snake, Nerodia sipedon.

« 1997 Joliet, IL. Collected local water and garter snake species.

« 1996 Lonoke, AK. Collected 4 species of water snake for kinematic analysis.

+ 1995 Bermuda Marine Biological Station, Bermuda. Collected parrotfishes and performed
electromyographic and kinematic field studies of parrotfish feeding. With Mark Westneat.
Funded by the Field Museum.

« 1995 Philippines. Research assistant on a five-week expedition to collect tropical reef fishes.
With M. Westneat. Collected over 300 whole-body specimens and 200 tissue specimens for
the Field Museum. Attended an ICLARM conference and helped develop FishBase and FAO
keys.

« 1995 White River, WY and Billings, MO. Coordinated a two week fossil hunting expedition
with local entrepreneur Tom Kaye, University of Chicago graduate students Matt Carrano,
and Darin Croft. Collected fossil mammal and dinosaur material for Field Museum collec-
tions.

« Society for Integrative and Comparative Biology (1995 to present)
« Evolution
« Society for Systematic Biology

Professor Peter Wainwright (e-mail: pcwainwright@ucdavis.edu; phone: +1-480-727-9425)

« Professor, Department of Ecology and Evolutionary Biology, UC Davis, University of Cal-
ifornia, Davis

o Department of Ecology and Evolutionary Biology, Davis, CA
* Professor Wainwright was my postdoctoral supervisor.

Professor Mark Westneat (e-mail: mwestneat@uchicago.edu; phone: +(773) 702-2412)

« Professor, Organismal Biology and Anatomy, Organismal Biology and Anatomy

¢ Organismal Biology and Anatomy, 1027 E. 57th Street, Chicago IL 60637
* Professor Westneat was my postdoctoral advisor.

Professor Francois Lutzoni (e-mail: flutzoni@duke.edu; phone: + (919) 660-7261)

« Professor, Duke Department of Biology, Duke University
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